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SEQUENCE LISTING 

<110> Mount Sinai School of Medicine 

<120> METHOD OF TREATING SPINAL CORD INJURY 
<130> 200M761-WO0 

<150> 60/480,092 
<151> 2003-06-19 

<160> 27 

<170> Patentm version 3.2 

<210> 1 

<211> 12 

<212> prt 

<213> Artificial sequence 
<220> 

<223> synthetic protein 

<400> 1 

Gin Phe Asn Glu Asp Gly Ser Phe lie Gly Gin Tyr 
1 5 10 



<210> 2 

<211> 12 

<212> prt 

<213> artificial sequence 
<220> 

<223> sythetic protein 

<400> 2 

Gin Phe Asn Glu Asp Gly Ser Phe lie Gly Gin Phe 
1 5 10 



<210> 3 

<211> 28 

<212> prt 

<213> artificial sequence 
<220> 

<223> synthetic protein 

<400> 3 




Gin Phe Asn Glu Asp Gly Ser Phe lie Gly Gin phe 



<210> 4 
<211> 3797 
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<212> DNA 002OO850.TXT 
<213> Rattus rattus 

<400> 4 



gctagctatg 


gtcgtgatgc tgcggtacgt 


gtggcctctc 


ctcctctgca 


gcccctgcct 


60 


gctcatacag 


attcctgatg aatataaagg 


acaccatgta 


ctagagccac 


ctgtcatcac 


120 


ggaacagtct 


ccacggcgcc tggttgtctt 


cccaacagat 


gacataagcc 


tcaaatgtga 


180 


agccagaggc 


agaccccaag tggagttccg 


ctggacgaaa 


gatggcatcc 


acttcaaacc 


240 


taaggaagaa 


ttgggtgtag tggtacacga 


ggcaccctat 


tctggctcct 


tcaccatcga 


300 


aggcaacaac 


agctttgccc agaggtttca 


gggcatctat 


cgctgctatg 


ccagcaataa 


360 


tctaggaact 


gccatgtcgc atgagatcca 


gctcgtggct 


gagggtgccc 


ccaaatggcc 


420 


gaaggagact 


gtaaaacccg tggaagtgga 


ggaaggagaa 


tcagtagttc 


taccttgcaa 


480 


tcctccaccc 


agtgcagccc cacttaggat 


ctactggatg 


aacagcaaga 


ttttgcacat 


540 


caaacaagat 


gagcgggtgt ccatgggcca 


gaatggagac 


ctatattttg 


ccaatgtgct 


600 


tacctcagac 


aatcattcag actacatctg 


caatgcccac 


ttccctggca 


cccggaccat 


660 


cattcaaaag 


gaacctattg acctccgggt 


caagcccacc 


aacagcatga 


ttgaccggaa 


720 


gccacgcctg 


ctcttcccca caaactccag 


cagtcacctc 


gtggccttgc 


agggccagtc 


780 


attaatcctg 


gagtgcattg ctgagggatt 


ccctacaccc 


accatcaagt 


ggctgcaccc 


840 


cagtgaccct 


atgccaacag accgtgttat 


ctaccagaac 


cataacaaga 


cactgcagct 


900 


cctcaatgtg 


ggcgaggaag atgatggcga 


gtatacctgc 


cttgctgaga 


actcactggg 


960 


cagtgctcgg 


catgcctact atgtcactgt 


ggaagctgcc 


ccatactggc 


tgcagaagcc 


1020 


ccagagtcat 


ttgtatgggc caggagagac 


tgcccgccta 


gactgccaag 


tccagggcag 


1080 


gccccaacca 


gaggtcactt ggagaatcaa 


cggaatgtct 


atagagaagg 


tgaacaagga 


1140 


ccagaagtac 


cggattgagc aggggtcttt 


gatcctgagt 


aatgtgcaac 


caagtgacac 


1200 


aatggtgacc 


cagtgtgaag ctcgcaacca 


gcatgggctc 


ctactagcca 


atgcctatat 


1260 


ctatgttgtc 


cagctgccag ccaggatcct 


aacaaaagac 


aatcagacat 


acatggcagt 


1320 


agagggcagt 


actgcttact tgctgtgcaa 


agcctttgga 


gctcctgttc 


ccagtgtcca 


1380 


gtggctggat 


gaggaaggaa ccacagtgct 


tcaggatgaa 


agatttttcc 


cctatgccaa 


1440 


"tan a a mrfrt 


ggcaxcagag arctccaggc 


caatgacact 


ggacgctatt 


tctgccaggc 


1500 


tgccaatgac 


cagaacaatg tgaccatttt 


ggctaaccta 


caggttaaag 


aagcaaccca 


1560 


gatcacacaa 


ggaccccgga gcacaattga 


gaagaaaggt 


gcaagggtga 


cattcacgtg 


1620 


ccaggcctcc 


tttgacccct ctttacaagc 


cagcatcact 


tggcgtggag 


atgggagaga 


1680 


cctccaggaa 


cgtggagaca gtgacaagta 


tttcatagaa 


gatgggcaac 


ttgtcatcca 


1740 


gagcctggac 


tacagtgacc agggcaacta 


cagttgtgtg 
Page 


gccagcactg 
2 


aactggatga 


1800 
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ggtggagagc agggcacaac tcttagtggt gggaagccct gggccagtgc ctcacctgga 1860 

gctgtccgac cgccacttgc tgaagcagag ccaggtgcac ttgtcttgga gccctgctga 1920 

agaccacaac tctcccattg agaaatatga cattgaattt gaggacaagg aaatggctcc 1980 

tgagaaatgg ttcagtctag gcaaggtgcc aggaaatcag acctctacta ccctcaagct 2040 

gtccccctat gtccactata cctttcgggt cactgccatt aacaaatatg gtcccggaga 2100 

acccagccct gtctctgaga ctgtagtcac acctgaggca gccccagaga agaaccctgt 2160 

ggatgtgaga ggggaaggaa atgagaccaa caatatggtc atcacatgga agccccttcg 2220 

gtggatggat tggaatgccc cccagattca gtaccgtgta cagtggcgac cactgggcaa 2280 

acaagagacc tggaaggaac agaccgtgag cgaccccttc ctggtggtgt ctaacacttc 2340 

cacatttgtg ccttatgaga tcaaagtcca ggcagtgaac aaccagggga agggccctga 2400 

gccccaggtc accattggct attcagggga agactacccc caggtgagcc ctgagcttga 2460 

agacatcaca atcttcaact caagcactgt gctggtcagg tggaggcctg tggacttggc 2520 

ccaggttaag ggccacctca ggggatacaa tgtaacgtac tggtggaagg gcagtcagag 2580 

aaagcacagc aagaggcatg tccacaaaag tcacatggtg gtacctgcga acaccaccag 2640 

tgccatcctc agtggtttgc gtccttacag ctcttatcat gtggaggtac aggcctttaa 2700 

tgggcggggc ttagggcctg caagtgaatg gaccttcagc accccagagg gagtgcctgg 2760 

ccaccctgag gcattacatc tggagtgcca gtcggacact agcctgctac tgcactggca 2820 

gccaccactc agccacaatg gagtgctcac tggctacctg ctctcttacc atcccttgga 2880 

tggggaaagc aaagagcagt tgttcttcaa cctttcggac ccagagctcc ggactcataa 2940 

tctcaccaac ctcaaccctg atctacagta ccgcttccag cttcaggcca ccacccaaca 3000 

gggtcctggt gaggccattg tgcgtgaagg aggcactatg gccctatttg gcaagccaga 3060 

ttttggcaac atttcagtca cagcaggtga aaactacagt gtggtctcct gggtccctcg 3120 

ggagggccag tgcaatttca ggttccacat cctgttcaaa gccttgccag aagggaaagt 3180 

gagccctgat caccagcctc agcctcaata tgtgagctac aatcagagct cctacacaca 3240 

gtgggaccta cagcctgaca ccaaatatga gatccacctg atgagggaga aggtcctctt 3300 

gcaccatctg gctgtgaaga ctaatggcac tggccccgtg cgagtgtcga ctaccggtag 3360 

ctttgcctcc gagggctggt tcatcgcctt tgtcagtgct atcattctct tgctcctcat 3420 

cctgctcatc ctctgcttca tcaaacgcag caagggcggc aaatattcag tgaaggacaa 3480 

ggaggacact caggtagatt ccgaggcccg gcccatgaaa gacgagacct tcggcgagta 3540 

caggtccctg gagagtgaca atgaagagaa ggccttcggc agcagccagc catctctcaa 3600 

tggagacatc aaacccctag gcagtgatga cagtctggct gattatgggg gcagtgtgga 3660 
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tgtccagttc aatgaggatg gctctttcat cgg22aatfc°agtggcaaaa aagagaagga 3720 
ggcagcggga ggcaatgaca gctcaggggc tacctctcct atcaatcctg cagtagccct 3780 
agaatagcaa gctcgag 37g? 

<210> 5 

<211> 1259 

<212> PRT 

<213> Rattus rattus 

<400> 5 

Met val Val Met Leu Arg Tyr val Trp Pro Leu Leu Leu cys Ser Pro 
± 5 10 15 

Cys Leu Leu lie Gin lie Pro Asp Glu Tyr Lys Gly His His Val Leu 
20 25 30 

Glu Pro Pro val lie Thr Glu Gin ser pro Arg Arg Leu val Val Phe 

40 45 

Pro Thr Asp Asp He ser Leu Lys Cys Glu Ala Arg Gly Arg Pro Gin 
50 55 60 

val Glu Phe Arg Trp Thr Lys Asp Gly He His Phe Lys Pro Lys Glu 
o:> 70 75 80 

Glu. Leu Gly val yal val His Glu Ala pro Tyr ser Gly ser Phe Thr 
85 go g 5 

He Glu Gly Asn Asn Ser Phe Ala Gin Arg Phe Gin Gly lie Tyr Arg 

cys Tyr Ala Ser Asn Asn Leu Gly Thr Ala Met Ser His Glu lie Gin 
115 120 125 

Leu val Ala Glu Gly Ala Pro Lys Trp pro Lys Glu Thr val Lys Pro 
•"0 135 140 

val Glu val Glu Glu Gly Glu ser val val Leu Pro cys Asn Pro Pro 
145 15 0 155 160 

Pro ser Ala Ala Pro Leu Arg lie Tyr Trp Met Asn ser Lys lie Leu 
165 170 175 

His lie Lys Gin Asp Glu Arg Val ser Met Gly Gin Asn Gly Asp Leu 
J- 80 185 190 

Tyr Phe Ala Asn val Leu Thr Ser Asp Asn His Ser Asp Tyr lie Cys 
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195 200 205 

Asn Ala His Phe Pro Gly Thr Arg Thr lie lie Gin Lys Glu Pro He 
Z1 ° 215 220 

Asp Leu Arg Val Lys Pro Thr Asn ser Met lie Asp Arg Lys Pro Arg 
" "0 235 240 

Leu Leu Phe Pro Thr Asn ser Ser ser His Leu val Ala Leu Gin Gly 
24 5 250 255 

Gin ser Leu lie Leu Glu Cys lie Ala Glu Gly phe Pro Thr Pro Thr 

265 270 

He Lys Trp Leu His Pro Ser Asp pro Met Pro Thr Asp Arg Val He 
275 280 285 

Tyr Gin Asn His Asn Lys Thr Leu Gin Leu Leu Asn val Gly Glu Glu 

Asp Asp Gly Glu Tyr Thr cys Leu Ala Glu Asn ser Leu Gly Ser Ala 
3 310 315 320 

Arg His Ala Tyr Tyr Val Thr val Glu Ala Ala Pro Tyr Trp Leu Gin 
325 330 335 

Lys Pro Gin Ser His Leu Tyr Gly Pro Gly Glu Thr Ala Arg Leu Asp 
340 345 35 g 



cys Gin Val Gin Gly Arg Pro Gin Pro Glu Val Thr Trp Arg lie Asn 
i55 360 365 



Gly Met Ser He Glu Lys val Asn Lys Asp Gin Lys Tyr Arg lie Glu 

375 380 

Gin Gly ser Leu lie Leu Ser Asn val Gin Pro ser Asp Thr Met Val 
3a: > 390 395 400 

Thr Gin cys Glu Ala Arg Asn Gin His Gly Leu Leu Leu Ala Asn Ala 
405 410 4 15 

Tyr He Tyr Val Val Gin Leu Pro Ala Arg He Leu Thr Lys Asp Asn 
420 425 430 

Gin Thr Tyr Met Ala Val Glu Gly ser Thr Ala Tyr Leu Leu Cys Lys 
43 3 440 445 
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Ala phe Gly Ala pro Val Pro ser val Gln°T?p°L27Asp Glu Glu Gly 
450 455 460 

Thr Thr val Leu Gin Asp Glu Arg Phe Phe Pro Tyr Ala Asn Gly Thr 
465 470 475 ' 480 

Leu Gly He Arg Asp Leu Gin Ala Asn Asp Thr Gly Arg Tyr phe cys 
485 490 495 

Gin Ala Ala Asn Asp Gin Asn Asn val Thr He Leu Ala Asn Leu Gin 
500 505 510 

val Lys Glu Ala Thr Gin He Thr Gin Gly pro Arg ser Thr He Glu 
51 5 520 525 

Lys Lys Gly Ala Arg val Thr Phe Thr cys Gin Ala ser Phe Asp Pro 
530 535 540 

Ser Leu Gin Ala ser lie Thr Trp Arg Gly Asp Gly Arg Asp Leu Gin 
3H:> 55 0 555 " 560 

Glu Arg Gly Asp ser Asp Lys Tyr Phe lie Glu Asp Gly Gin Leu val 
565 570 575 

lie Gin Ser Leu Asp Tyr ser Asp Gin Gly Asn Tyr ser Cys val Ala 
580 585 5§o 

ser Thr Glu Leu Asp Glu Val Glu ser Arg Ala Gin Leu Leu Val Val 
595 600 605 

Gly ser Pro Gly Pro val Pro His Leu Glu Leu Ser Asp Arg His Leu 
61 0 615 620 

Leu Lys Gin Ser Gin yal His Leu ser Trp ser Pro Ala Glu Asp His 
625 630 635 H 640 

Asn ser Pro lie Glu Lys Tyr Asp He Glu Phe Glu Asp Lys Glu Met 
645 650 655 

Ala Pro Glu Lys Trp phe ser Leu Gly Lys Val Pro Gly Asn Gin Thr 
660 665 670 

ser Thr Thr Leu Lys Leu Ser Pro Tyr Val His Tyr Thr Phe Arg Val 
675 680 685 

Thr cln I1e Asn Lys Tyr Gl y Pro Gl V Glu p ro ser pro val ser Glu 
690 695 700 
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Thr val val Thr pro Glu Ala Ala Pro Glu Lys Asn Pro val Asp val 
705 710 715 720 

Arg Gly Glu Gly Asn Glu Thr Asn Asn Met val He Thr Trp Lys Pro 
725 730 H 7 | 5 

Leu Arg Trp Met Asp Trp Asn Ala pro Gin He Gin Tyr Arg Val Gin 
740 745 750 

Trp Arg Pro Leu Gly Lys Gin Glu Thr Trp Lys Glu Gin Thr val ser 
755 760 765 

Asp pro Phe Leu val Val Ser Asn Thr ser Thr Phe val pro Tyr Glu 

lie Lys val Gin Ala Val Asn Asn Gin Gly Lys Gly pro Glu Pro Gin 
785 790 795 800 

Val Thr He Gly Tyr ser Gly Glu Asp Tyr Pro Gin val ser pro Glu 
805 810 815 

Leu Glu Asp lie Thr He Phe Asn ser ser Thr val Leu val Arg Trp 
820 825 830 

Arg pro Val Asp Leu Ala Gin Val Lys Gly His Leu Arg Gly Tyr Asn 
835 840 845 

Val Ir« Tyr Trp Trp G_| y Ser Gln Ar 9 Lys His ser Lys Arg His 
850 855 860 

val His Lys Ser His Met val val pro Ala Asn Thr Thr ser Ala lie 
865 870 875 880 

Leu ser Gly Leu Arg pro Tyr ser ser Tyr His Val Glu Val Gin Ala 
885 890 895 

Phe Asn Gly Arg Gly Leu Gly Pro Ala Ser Glu Trp Thr Phe ser Thr 
900 905 910 

Pro Glu Gly Val Pro Gly His Pro Glu Ala Leu His Leu Glu cys Gin 
915 920 925 

Ser Asp Thr ser Leu Leu Leu His Trp Gin Pro Pro Leu ser His Asn 
930 935 940 

Gly val Leu Thr Gly Tyr Leu Leu ser Tyr His Pro Leu Asp Gly Glu 
945 950 955 960 
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ser Lys Glu Gin Leu Phe Phe Asn Leu ser Asp Pro Glu Leu Arg Thr 
9o5 970 975 

His Asn Leu Thr Asn Leu Asn Pro Asp Leu Gin Tyr Arg Phe Gin Leu 
980 985 990 

Gin Ala Thr Thr Gin Gin Gly Pro Gly Glu Ala lie val Arg Glu Gly 
995 1000 1005 

Gly TK-n M6t Ala Leu Phe 9l y Lys Pro AS P phe Gl V Asn lie Ser 
10x0 1015 1020 

Val TnCc Ala Gly Glu Asn Tyr Ser va1 val ser Trp val Pro Arg 
1025 1030 1035 

GlU i&n Gln Cys AS " Phe Arg , Phe His 11 e Leu Phe Lys Ala Leu 
1040 1045 1050 

Pr ° G J« Gly Lys Val ser Pro As P His Gln Pro G "ln Pro Gin Tyr 
1055 1060 1065 

Va1 fnSn Tyr Asn Gln Ser S ^ r Tyr Thr Gln Tr P A SP Leu Gln Pro 
1070 1075 1080 

ASp T££c Lys Tyr Glu 11 e His Leu Met Arg Glu Lys val Leu Leu 
1085 1090 1095 

His Vl™ Leu Ala Va1 Lys Thr Asn G1 V Thr G "ly Pro Val Arg Val 
1100 H05 mo 

ser Thr Thr Gly ser Phe Ala ser Glu Gly Trp Phe He Ala Phe 
HI 5 1120 H25 

Val Ala 11 e 11 e Leu Leu Leu Leu lie Leu Leu He Leu cys 

1130 1135 1140 

Phe lie Lys Arg ser Lys Gly Gly Lys Tyr ser val Lys Asp Lys 
1145 H50 1155 

Glu nfEn Thr Gln Val AS P s ? r Glu Ala Ar 9 Pro Met Lys Asp Glu 
116° 1165 H70 

Thr Phe Gly Glu Tyr Arg ser Leu Glu Ser Asp Asn Glu Glu Lys 
ll /5 1180 H85 

Ala Phe Gly ser ser Gln Pro ser Leu Asn Gly Asp lie Lys pro 
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Leu Gly 5 sen Asp Asp ser Leu Q Ala Asp Tyr Gly g^ sen val Asp 
val Gln Q Phe Asn Glu Asp g^ ser Phe il e Gly gn Tyr ser Gly 

Lys Ly^ Glu Lys Glu Ala Ala Gly Gly Asn Asp ser ser Gly Ala 

xz^u 1245 

Thr S|j: o Pro lie Asn Pro Al^ val Ala Leu Glu 

<210> 6 
<211> 16 
<212> prt 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 6 

Arg Gin He Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 

10 15 

<210> 7 
<211> 5 
<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 7 

Tyr Arg Ser Leu Glu 
1 5 

<210> 8 

<211> 5 

<212> prt 

<213> artificial sequence 
<220> 

<223> synthetic protein 

<400> 8 

Phe He Gly Gin Tyr 



<210> 9 
<211> 10 
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<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 9 

61 u Gin Lys Leu lie ser Glu Glu Asp Leu 
1 5 10 

<210> 10 

<211> 18 

<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 

<400> 10 

lie Pro Asp Glu Gin Lys Leu He ser Glu Glu Asp Leu Tyr Lys Gly 
1 5 10 15 

His His 



<210> 11 

<211> 34 

<212> DNA 

<213> primer 

<400> 11 

attacccggg ctagctatgg tcgtgatgct gcgg 34 

<210> 12 

<211> 45 

<212> DNA 

<213> primer 

<400> 12 

tagatcctct tcacttatta acttctgttc atcaggaatc tgtat 45 

<210> 13 

<211> 45 

<212> DNA 

<213> primer 

<400> 13 

cagaagttaa taagtgaaga ggatctatat aaaggacacc atgta 45 

<210> 14 

<211> 24 

<212> DNA 

<213> primer 

<400> 14 
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cttccacagt gacatagtag gcat 24 

<210> 15 

<2U> 33 

<212> DNA 

<213> primer 

<400> 15 

ggctctttca tcggtcaatt cagtggcaaa aaa 33 

<210> 16 

<211> 33 

<212> DNA 

<213> primer 

<400> 16 

ttttttgcca ctgaattgac cgatgaaaga gcc 33 

<210> 17 

<211> 33 

<212> DNA 

<213> primer 

<400> 17 

ggctctttca tcggtcaaca cagtggcaaa aaa 33 

<210> 18 

<211> 33 , 

<212> DNA 

<213> primer 

<400> 18 

ttttttgcca ctgtgttgac cgatgaaaga gcc 33 

<210> 19 

<211> 33 

<212> DNA 

<213> primer 

<400> 19 

ttcatcaaac gcagttaggg tggcaaatac tea 33 

<210> 20 

<211> 33 

<212> DNA 

<213> primer 

<400> 20 

ctgagtattt gccaccctaa ctgcgtttga tga 33 

<210> 21 

<211> 32 

<212> DNA 

<213> primer 

<400> 21 
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ccgcggaagc ttgaggtaca ggcctttaat gg 32 



<210> 22 

<211> 30 

<212> DNA 

<213> primer 

<400> 22 

gggcccaagc ttttctaggg ctactgcagg 30 



<210> 23 

<211> 28 

<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 

<400> 23 

Arg Gin He Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
1 5 10 " 15 



Phe Gin Gly lie Phe Ser Gly Asp Glu Asn Phe Gin 
20 25 



<210> 24 
<211> 17 
<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 24 

Arg Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 



Ser 



<210> 25 
<211> 13 
<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 25 

Ser Gin Phe Asn Glu Asp Gly ser Phe lie Gly Gin Phe 
15 10 

<210> 26 
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<211> 13 
<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 
<400> 26 

Gin Phe Asn Glu Asp Gly ser Phe lie Gly Gin Phe ser 
1 5 10 

<210> 27 

<211> 17 

<212> PRT 

<213> artificial sequence 
<220> 

<223> synthetic protein 

<400> 27 

Ser Arg Gin lie Lys He Trp Phe Gin Asn Arg Arg Met Lys Trp Lys 
1 5 10 15 

Lys 
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